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Functional evaluation of a novel RPL30 mutation

and its role in Diamond Blackfan anemia (DBA)

Alex Prosser, MD; Alexandria Cockrell, PhD; Danny Miller, MD/PhD; Chris Seidel, PhD; Tamara Potapova, PhD; John Perry, PhD;
Midhat Farooqi, MD/PhD; Erin Guest, MD; Jennifer Gerton, PhD

Children’s Mercy Hospital and Stowers Institute for Medical Research
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